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What Scientists 
Learned
Analysis of mtDNA shows 
that chinook salmon 
have a much deeper 
�haplotype tree� than 
other species of Paci�c 
salmon. �e southeastern 
populations from Yakutat 
to California exhibit 
substantial divergence, 
which indicates that they 
have been isolated for a 
long time and little gene 
�ow connects them. 

�ese populations are generally distinct from Western Alaska and Asian populations. 
It appears that the two Asian populations emerged much more recently than the 
southern North American populations and may be related to Western Alaska 
populations. 

Further Study
�e development of chinook salmon microsatellite baseline information by Alaska 
Department of Fish and Game, U.S. Fish and Wildlife Service, National Marine 
Fisheries Service, and Department of Fisheries and Oceans Canada, will provide the 
baseline for addressing the issue.

Genetic studies are used to determine the natal origin of chinook salmon.
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